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Supplement to Figure 1. Additional correlation plots indicating reproducibility for microarray
timecourse of exit from stationary phase. A) Linear regression of mRNA expression data comparing two
experiments of the same TO sample performed by two different experimenters. C) Linear regression
comparing two experiments of the same T35 sample performed by two different experimenters. E) Linear
regression comparing two experiments of two different TO samples performed by two different experimenters. B, D
and F) Histograms of the absolute deviations of plotsin A, C and E respectively.
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