	Table 1S. Change in viability and reproductive capacity of mutants from the parental strain

	Group
	Strain
	Q 

viability
	Q 

CFU
	NQ viability
	NQ 

CFU
	Functiona

	1
	SPG4
	NC
	↓ 55% ± 5.2
	NC
	NC
	Unknown

	2
	YLR312C

GTT1
	NC
	↓ 79% ± 9.4
↓ 71% ± 19.6
	NC
	↓ 75% ± 6.0
↓ 54% ± 11.6
	Unknown

Glutathione transferasec


	3
	YGR043C

SNZ1

MSC1

FMP21
	NC
	NC
	NC
	↓ 54% ± 13.4
↓ 52% ± 17.6
↓ 57% ± 16.5
↓ 50% ± 10.9

	Unknown

Vitamin B6 biosynthesis

Unknown

Unknownb

	4
	XBP1

FBP1

ATP18
	NC
	NC
	NC
	↑ 83% ± 50.0 
↑ 81% ± 32.1
↑ 46% ± 26.8
	Transcriptional repressor

Gluconeogenesis

ATP synthesisb

	aSaccharomyces Genome Database
bmitochondrial

cendoplasmic reticulum
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